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Pre-Ingest workflow:

1. Upload files

2. Wait for confirmation of upload

3. Conversion/Mapping of files

4. SIP editing using SIP Editor tool
* Pre-population of some fields from scan file data

* Holdings statement from GRIB

* Edit required metadata fields derived from finalised MasterDataElements List

At this point we need to have workflows within the SIP Editor for dealing with:

Monograph (stand alone)

Chapters within a monograph

Series (standalone volumes with common series title)

Monograph (multipart volume within a series title)

Serials (sequentially published journal title, with parts, issues, numbers)

Discussion centred on Monograph (standalone)

Take scan pages of standalone monograph

Using web interface label the metadata for each page (structural metadata)

[My notes get a bit patchy here, sorry] 

Require page level metadata

Create page level metadata

Need to include

Need for copyright metadata per page: 1. in copyright; 2. out of copyright; 3. public domain.  

5. Acceptance/Clearance of edited SIP for ingest [What is the QA standard for an acceptable record]
6. Store files

7. Release files to Portal after quality assurance checks and editing

8. Search Portal as final quality assurance check 

Portal Search functions : Content Provider Use Cases


Able to search for the following categories: 


author / illustrator
institutional author
title words
abbreviated title
publication year (date range)
publisher
subjects
recent publications
full text

combination search = advanced search
different subjects (e.g. taxa, geographic region, personal subject, topic)
images and "published between 1600 and 1650"
images and species and then browse a retrieved display of thumbnail images

Able to browse the following categories:

author
institutional author
personal subjects
monographs title ?

series title
species [Does this not already happen with uBio algorithm ?]
geographic location
ontologies (e.g. species)

